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Figure 1. Tomato leaf symptoms produced by the larval
stage of T. absoluta.
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Figure 3. Part of the nucleotide sequence of cytochrome ¢
oxidase 1 (COl) of Tuta absoluta (GenBank
AccessionN0.JN255972).
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Table 1. Gene Bank Accession No for gene cytochrome oxidase I (COI) obtained from NCBI GenBank to compare with that

obtained from Saudi Arabia (Has-SA).

Akl Jilal) cilial) &l 8
% Host Plant Country ald) Gene Bank Acc. No. Code
97 Tomato  ahlekll/s ) gauil) Italy Ll HQ873050 Gag-IT
97 Tomato  ablekll/s ) gaiil) Turkey S 5 HQ873051 1z-TU
99 Wild Plants s Gl Greece ol sl HQ873053 Cre-GR
98 Tomato  ahledall/s ) saiil) Algeria A all HQ873055 Mos-DZ
97 Tomato  ablekll/s ) gauil) Argentina i HQ873057 Ctes-AR
97 Tomato ahlekall/s ) saudll Colombia Lue sl S HQ873061 Ant-CO
97 Tomato ~ ablekll/s ) saudl Chile T HQ873062 Cu-CL
97 Tomato  ahlekll/s ) saill Peru 5o HQ873063 Lam-P
97 Tomato  ablekll/s ) gaiil) Ecuador 9 SI HQ873065 EC
97 Tomato  abledall/s  sauil) Spain Lol HQ873066 Mu-Ma-Sp
97 Potato  (shalal/Uallal) Spain Ll HQ873068 Mu-Mir-SP
97 Tomato  ablekll/s ) gaiil) Spain Ll HQ873069 Cast-SP
100 Tomato ahlekll/s ) gauil) Saudi Arabia 4 saud) JN255972 Has-SA
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Figure 4. Phylogenetic relationships among the Tuta Absluta from Saudi Arabia and other countries in addition to other
insects obtained from GenBank. The 0.02 bar represent one nucleotide change per 100 nucleotides.
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Abstract

Hudaib, K. 2013. Genomic study of tomato borer (Tuta absoluta Meyrick), a newly invasive pest in Saudi Arabia. Arab
Journal of Plant Protection, 31(1): 76-82.
The newly detected invasive tomato borer, Tuta absoluta, is a threat to tomato production in Saudi Arabia. It was detected in Spain in
2006 then spread to Europe and the Mediterranean region. More recently, it spread to Tabuk and Hail,in the north of Saudi Arabia in 2010,
and to Alhassa, in the eastern region in 2011. In its new habitat in Saudi Arabia, the insect had 12 generations per year. Genomic DNA was
extracted from Alhassa population. PCR was used to amplify the mtDNA gene using cytochrome oxidase I (COI) primers. PCR products
were purified and sequenced, and the sequence obtained was deposited in GenBank (JN255972). The COI sequence of Tuta absoluta-Alhasa
was compared with other isolates and showed to have 99% homology with a Greek population (HQ873053), and 91% homology with
Gnorimoschema gallaesolidaginis and 89% homology with Cryptophasa sarcoxantha. Phylogenetic tree based on COI sequence showed
that all populations of T. absoluta, including the one from Saudi Arabia, clustered together in a single group.

Keywords: Tomato borer, Tuta absoluta, Lepidoptera, Saudi Arabia, mtCOI
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